WO 2005/040207 



PCT/EP2004/011860 



Figure 1 
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Figure 2 
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Figure 3 



-3/9 



Bcr-Abl 



Lyn 



0 2 4 0 2 4 h STI-571 



p27-pY88 




0 2 4 h STI-571 
p27-pY88 

p27 



0 2 10 \xM STI-571 



p27 



PSTAIRE 



+ STI-575 




WO 2005/040207 



PCT/EP2004/011860 



Figure 4 



a. 



4/9 



kDa 200 kD 



75- 
50- 
37- 

25- 



PY 



pY88 



p27 



60 kD 
i 



-Abl 
P27 



BSA 

CyclinA 

^Cdk2 
" P 27 



-p27-pY88 



D1 E1 



pY88 
p27 



— • m*m. — ^0 ^ 


-p27 


j_^^p27^ ^ 


p27-Y© 






m ... 








— --.ism 







WO 2005/040207 



PCT/EP2004/011860 



Figure 5 
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Fig. 6: 
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Fig. 7: 
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Fig. 8 
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Fig. 9 
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Only p27 Y88F arrests K562 CMI cells 
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Cells with similar GFP expression were isolated and analysed 



